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Scientific Collections are a national treasure and a global resource. They serve as
sources of data for new insights for year to come and as a legacy we pass on to inspire
future generations of scientists, engineers and explorers. (Arden L. Bement, 2009)
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pero, se épueden verificar todos los
estudios moleculares publicados?
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by individual identification numbers. Of 205 relevant papers pub-
lished that year, 46% included designated vouchers, either since
the studies were based on already deposited specimens, or be-
cause specimens were newly deposited for the purpose. Conse-
quently, for 54% of the studies there were no specified
vouchers, meaning that more than half of the studies were pub-

lished without any possibility for other systematists to asses
the origin of the data.
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Nucleotide [ Nucleotise 18]

Limits Advanced

Display Settings: (] GenBank

Rhizopogon roseolus strain BCC-MPM 1511 5.8S ribosomal RNA gene, partial

sequence; and internal transcribed spacer 2, complete sequence

GenBank: AF115840.1
FASTA Graphics

Send td

Go to:

LOCUS AF115840 338 bp DNA linear PLN 24-AUG-1999
DEFINITION Rhizopogon roseolus strain BCC-MPM 1511 5.8S ribosomal RNA gene,
partial sequence; and internal transcribed spacer 2, complete

sequence.
ACCESSION AF115840

VERSION AF115840.1 GI:5762292
KEYWORDS .

SOURCE Rhizopogon roseolus

ORGANISM Rhizopogon roseolus
Eukaryota; Fungi; Dikarya; Basidiomycota; Agaricomycotina;
Agaricomycetes; Agaricomycetidae; Boletales; Suillineae;
Rhizopogonaceae; Rhizopogon.
REFERENCE 1 (bases 1 to 338)
AUTHORS Johannesson,H. and Martin,M.P.
TITLE Cladistic analysis of European species of Rhizopogon
(Basidiomycotina) based on morphological and molecular characters
JOURNAL Mycotaxon 71, 267-283 (1999)
REFERENCE 2 (bases 1 to 338)
AUTHORS Johannesson,H. and Martin,M.P.
TITLE Direct Submission
JOURNAL Submitted (22-DEC-1998) Biol. Vegetal (Botanica), Fac. Biologia,
Univ. Barcelona, Avda. Diagonal 645, Barcelona 08028, Spain
FEATURES Location/Qualifiers
source 1..338
/organism="Rhizopogon roseolus"
/mol_type="genomic DNA"
/strain="BCC-MPM 1511"
/db_xref="taxon:90004"
/tissue_type="basidiome"
rRNA <1475
/product="5.8S ribosomal RNA"
/note="5.8S ribosomal RNA gene"
misc RNA 76..338
/product="internal transcribed spacer 2"
ORIGIN
1 cagtgaatca tcgaatcttt gaacgcacct tgcgctcctc ggtgttccga ggagcatgcece
61 tgtttgagtg tcagtaaatt ctcaacccct ctcgatttgt ttcgagaggg agcttggatc
121 gtgggggctg ccggagacta ggacttttcg tcttggactc gggeoctctcct taaatgcatce
181 ggcttgcggt cgactttcga ctttgcgcga caaggctttc ggecgtgataa tgatcgecgt
241 tcgctgaagc gcatgaatga aggttccocgtg cctctaatcc gtcgacttag tatctcttag
301 gagagaaaac gtcctcctta ttgacttttg acctcaaa
/7
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Nucleotide [ Nucleotise 18]

Limits Advanced

Display Settings: GenBank Send td

Rhizopogon roseolus strain BCC-MPM 1511 5.8S ribosomal RNA gene, partial
sequence; and internal transcribed spacer 2, complete sequence

GenBank: AF115840.1
FASTA Graphics

Go to:

LOCUS AF115840 338 bp DNA linear PLN 24-AUG-1999
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JOURNAL Mycotaxon 71, 267-283 (1999)

REFERENC? REFERENCE 2 (bases 1 to 338)

AUTHOR
il AUTHORS Johannesson,H. and Martin, M.P.
TITLE Direct Submission
FEATURES

soux JOURNAL Submitted (22-DEC-1998) Biol. Vegetal (Botanica), Fac. Biologia,
Univ. Barcelona, Avda. Diagonal 645, Barcelona 08028, Spain

FEATURES Location/Qualifiers
—— source 1..338
"""""""" /organism="Rhizopogon roseolus"”
misq /mol_type="genomic DNA"
D /strain="BCC-MPM 1511"
5 /d?_xref-“tax?n:ggggi" )
1871
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& NCBI  Resources (¥) How To (%)

=NCBI

National Center for
Biotechnology Information

NCBI Home

Sign in to NCBI

[ All Databases %] |

| Search

Welcome to NCBI

Resource List (A-Z)

All Resources

The National Center for Biotechnology Information advances science and health by providing access to
biomedical and genomic information.

Chemicals & Bioassays

About the NCBI | Mission | Organization | Research | NCBI News

Data & Software

DNA & RNA

Get Started

Domains & Structures

Genes & Expression

Tools: Analyze data using NCBI software

Genetics & Medicine

L

o Downloads: Get NCBI data or software

e How-To's: Leamn how to accomplish specific tasks at NCBI
.

Genomes & Maps

Submissions: Submit data to GenBank or other NCBI databases

Homology

Literature

Proteins

Sequence Analysis

dbVar archives large scale genomic

Taxonomy

variation data and associates defined
variants with phenotypic information.

Training & Tutorials

Variation

Popular Resources
PubMed

Bookshelf
PubMed Central
PubMed Health
BLAST
Nucleotide
Genome

SNP

Gene

Protein
PubChem

NCBI Announcements

NCBI will attend the 2014 ACMG Annual
Clinical Genetics Meeting

Mar 20, 2014
NCBI staff will attend the 2014 ACMG

Arnniial Plininal Ranatine Mantins in

NCBI requests feedback on proposed
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LinkOut ... 19.2.2003 ... /specimen voucher .... Herbarium MA (MA-Fungi)

800 N AF230891 - GQuery: Global Cross-database NCBI search - NCBI
? <> i 2 http: //www.ncbi.nlm.nih.gov/gquery/?term=AF230891 [ ' NCBI

Resources (] How To (v Sign in to NCBI m

g AF230891

NCBI Global Cross-database Search

Search NCBI databases Help
AF230891 Ml Search
Literature
(none) PubMed: scientific & medical abstract ns MeSH: ontology used for PubMed indexing
(none) PubMed Central: full-text journal articles (none) Books: books and reports
(none) NLM Catalog: books, journals and more in the NLM Collections (none) Site Search: NCBI web and FTP site index
Health
(none) PubMed Health: clinical effectiveness, disease and drug reports {none) ClinVar: human variations of clinical significance
(none) MedGen: medical genetics literature and links (none) OMIM: online mendelian inheritance in man

(none) GTR: genetic testing re (none) OMIA: online mendelian inheritance in animals

(none) dbGaP: genotype/phenotype interaction studies

Organisms

(none) Taxonomy: taxonomic classification and nomenclature catalog

Nucleotide Sequences

" " . \
1 Nucleotide: DNA and RNA sequences (none) SRA: high-throughput DNA and RNA sequence read archive
(none) GSS: genome survey sequences (none) PopSet: sequence sets from phylogenetic and population studies
(none) EST: expressed sequence tag sequences (none) Probe: sequence-based probes and primers
Genomes
(none) Genome: genome sequencing projects by organism (none) dbVar: genome structural variation studies
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LinkOut ... 19.2.2003 ... /specimen voucher .... Herbarium MA (MA-Fungi)

NCBI Resources |

Nucleotide

Display Settings:

sequence;
sequence; and internal transcribed spacer 2, partial sequence

GenBank: AF230891.1
EASTA Graphics

[soarch

Limits Advanced

Macowanites ammophilus MA-Fungi 40137 18S ribosomal RNA gene, partial
internal transcribed spacer 1 and 5.8S ribosomal RNA gene, complete

Go to:

Locus
DEFINITION

ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE

JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

FEATURES
source

AF230891 612 bp DNA linear PLN 05-MAR-2002
Macowanites ammophilus MA-Fungi 40137 18S ribosomal RNA gene,
partial seguence; internal transcribed spacer 1 and 5.8S ribosomal
RNA gene, complete seguence; and internal transcribed spacer 2,
partial seguence.

AF230891

AF230891.1 GI:9295

Macowanites ammophi

Macowanites ammophilus

Eukaryota; Fungi; Dikarya; Basidiomycota; Agaricomycotina;

Agaricomycetes; Russulales; Russulaceae; Macowanites.

1 (bases 1 to 612)

Calonge,F.D. and Martin, M.P.

Morphological and molecular data on the taxonomy of Gymnomyces,

Martellia and Zelleromyces (Russulales)

Mycotaxon 76, 9-15 (2000)

= (bases 1 to 612)

Martin,M.P. and Calonge,F.D.

Direct Submission

Submitted (03-FEB-2000) Micologia, Real Jardin Botanico, C.S.I.C.,

Plaza de Murillo 2, Madrid 28014, Spain
Location/Qualifiers
1..612
/organism="Macowanites ammophilus”
/mol_type="genomic DNA"
/specimen_voucher="MA-Fungi 40137"
/db_xref="taxon:132181"
/tissue_type="basidiome"”

<1..5

/product="18S ribosomal RNA"

6..215

/product="internal transcribed spacer 1"
216..370

/product="5.8S ribosomal RNA"

371..>612

/product="internal transcribed spacer 2"

1 tcgtacaatg gaggtgctgg ggttgtcgct gacctcttga aagggtcgtg cacacatcgg
61 tgctttcaca cacaatccat ctcacccttt tgtgcatgac cgcgtggggg tccctttcag

121 ctacktectbon an ti +tbtba casacacace ctbbbantoc astateobaca

Help
Send to: (V)

Change region shown -
Customize view -
Analyze this sequence =
Run BLAST
Pick Primers
Highlight Sequence Features
Find in this Sequence
LinkOut to external resources =
SH224416.06FU

[UNITE]

Herbarium, Real Jardin Botanico-CSIC. Madrid
[Herbarium, Real Jardin Botani...]

Related information
Related Sequences

Taxonomy

Recent activity ==
Turn Off Clear

B Macowanites ammophilus MA-Fungi 40137
18S ribosomal RNA gene, partial se Nucleotide

See more...




NCBI/NLM/NIH/....

LinkOut ... 19.2.2003 ... /specimen voucher .... Herbarium MA (MA-Fungi)

Taxonomy
Browser

Nucleotide Protein Genome Structure PMC Taxonomy Books

- J as | complete name ~:-] ™ lock
)

Searchfor

( Display ) 3 levels using filter: | none

Macowanites ammophilus [ Entrez records

T ID: 132181 Database name||Direct links
axonomy ID: 7

Inherited blast name: basidiomycetes Nucleotide 3

Rank: species Taxonomy 1

Genetic code: Translation table 1 (Standard)
Mitochondrial genetic code: Translation table 4 (Mold Mitochondrial: Protozoan Mitochondrial: Coelenterate Mitochondrial: Mycoplasma: Spiroplasma
Other names:

synonym: Gymnomyces ammophilus

Lineage( full )
cellular organisms; Eukaryota; Opisthokonta; Fungi; Dikarya; Basidiomycota; Agaricomycotina; A garicomycetes; A garicomycetes incertae sedis; Russulales;
Russulaceae; Macowanites

Comments and References:

Calonge, F.D. & .M. Vidal.

Vidal J.M., Calonge F.D., Martin M.P. Macowanites ammophilus, Russulales, a new combination based on new evidence. (Unpublished). Calonge, F.D. & J.M. Vidal. (1999)- "Gymnomyces ammophilus
Vidal & Calonge; sp. nov. found in Portugal” .- Bol. Soc. Micol. Madrid 24: 65-70.

External Information Resources (NCBI LinkOut)

[LinkOut |[Subject LinkOut Provider
search GBIF | taxonomy/phylogenetic Global Biodiversity Information Facility
MA -Fungi 40132 ] culture/stock collections i . ; "
- . Herbarium, Real Jardin Botanico-CSIC. Madrid
MA -Fungi 40137 |[culture/stock collections
Gymnomyces ammophilus J.M. Vidal & Calonge 1999 ] taxonomy/phylogenetic
- - - - - Index Fungorum
Macowanites ammophilus (J.M. Vidal & Calonge) J.M. Vidal & Calonge 2002 |[taxonomy/phylogenetic
Gymnomyces ammophilus J.M. Vidal & Calonge “taxonomy/phylogcnctic
: : - - - MycoBank
Macowanites ammophilus (J.M. Vidal & Calonge) J.M. Vidal & Calonge Htaxonomy/phylogcncuc
Notes:

Groups interested in participating in the LinkOut program should visit the LinkOut home page.
A list of our current non-bibliographic LinkOut providers can be found here.
To see LinkQut links in this lineage click here
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Informacién
Bases de datos

Herbario de Criptogamia Adauiaiionss

RJB > Colecci > Herbario > Cri ia »B de datos > Blsqueda Contactar
ecciones rio > Criptogamia > Bases 0s lsq oor F. Pando
Resultados Volver al formulario de bisqueda

Back to the guery form

Gymnomyces ammophilus J.M. Vidal & Calonge 1

Det. F.D.Calonge

Macowanites ammophilus (Vidal & Calonge) Vidal & % 2
Calonge

Det. F.D.Calonge (04 -200)

FRT. BAl: Alcacer do Sal

bajo Halimium haliunifolium

J.M. Vidal

27-mar-1998

MA-Fungi 40137 GenBank Acc. No. AF230891

- GenBank Acc. No. AF230891 -
Mombre aceptado en el Herbario : Macowanites ammophilus (Vidal & Calonge) Vidal & Calonge

CEIC Real Jardin Botanico Webmaster Péagina preparada por F.Pando Actualizada el 27 de abril del 2000
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ftp://ftp.ncbi.nih.gov/pub/taxonomy/coll dump.txt

® 06

ftp:/ /ftp.ncbi.nih.gov/pub/taxonomy/coll_dump.txt

- [ b I+ €3 ftp:/ fftp.ncbi.nih.gov/pub/taxonomy/coll_dump.txt

& [ https:/ /www...con Google Sales & Dow...ads by Date FungiNote —... de cambios FungiMote2Z FungiMoteZ Apple
-y = Arnold Arboretum, Harvard Uniwversity

%N = Ministry of Science, RAcademy of Sciences

ARH = Arnold Arboretum, Harvard University

ARPT = Plant Industry Laboratory

ARAR = Religuae RAaronsohnianae

ARRT = Anatolian Agricultural Research Institute

RS = British Antarctic Survey

AT = University of Rarhus, Institute of Biological Sciences

ARU<ETH> = Addis Ababa University, Department of Biology

ARAU=ETH> R = hddis Ababa University, Department of Biology, Amphibian collection
ARUB = Anhui Agricultural Uniwversity, Department of Basic Courses

ARUF = Anhui Agricultural Uniwversity, Forest Utilization Faculty

ABB ] Azian Bacterial Bank

ABD = University of RAberdeen, Plant and Scil Science Department

ABDAM = Aberdeen Art Callery and Museum

nBEDC = Aba Institute for Drug Control

ABDF = University of RAberdeen, Forestry Department

ABDH = United Arab Emirates University, Department of Biology

ABDM = Marischal College, University of Aberdeen

ABFM = The Barnes Foundation Arboretum

ABH = Universidad de Alicante, Centro Ibercamericano de la Biodiversidad (CIBIO)
MBI = Centre ORSTOM d’'Adiopodoume

ABEMI c Department of RApplied Bioclogy, Faculty of science

ABT, a Adviesbureau voor Bryologie en Lichenologie

ABN = Radley College

ABO = Aboyne Castle

ABRC b Arabidopsis Biological Resource Center

ABRIICC o ABRIICC Agricultural Biotechnology Research Institute of Iran Culture collection
ABRMN = Centre for Ecology and Hydrology

ABS<UKE> =ac University of Wales, Botany Department

ABS<USA> = Archbold Biological Station

ABSH = Southern Illinois Universitiy, Department of Plant Biology

ABSL a University of Minnesota, American Bryological and Lichenological Society
ABSM = Duke University, Botany Department

ABT = Laboratoire de Biologie Vegetale et d'Ecologie Forestiere

ABTC a hustralian Biological Tissue Collection, South RAustralian Museum

ABU<NGRA> = Ahmadu Bello University Herbarium

nC = Amherst College

BCH a Agricultural University of Athens

ACA-DC c

Greek Coordinated Collections of Microorganisms


ftp://ftp.ncbi.nih.gov/pub/taxonomy/coll_dump.txt
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NCBI/NLM/NIH/....

21.01.2014 ... Base de datos taxonomia ... Colecciones Tipo
http://www.ncbi.nlm.nih.gov/news/01-21-2014-sequence-by-type/

= NCBI Resources ~| How To [ Sign in to NCBI
NCBI News Search NCBI [ search |
3 SHARE = = Previous GCurrent Story MNext> Follow us on

Taxonomy database now shows type material, sequences from type specimens and strains now n m @ a .
labeled in Entrez

Tuesday, January 21, 2014

The naming, classification and identification of organisms traditionally relies on the concept of type material, which defines the Archives :

representative examples ("name-bearing") of a species. For larger organisms, the type material is often a preserved specimen in - vear [ 2014 2 |
a museumn drawer, but the type concept also extends to type bacterial strains as cultures deposited in a culture collection. Of T
course, modern taxonomy also relies on molecular sequence information to define species. In many cases, sequence Jan Eeb Mar
information is available for type specimens and strains. Accerdingly, the NCBI has started to curate type material from the T o o
Taxonomy database, and are using this data to label sequences from type specimens or strains in the sequence databases. The
figure below shows type material as it appears in the NCBI taxonomy entry and a seguence record for the recently described
African monkey species, Cercopithecus lomamiensis.

Archives prior to July, 2012

Cercopithecus lomamiensis Entrez records
Databasc name IDirect links
Taxonomy ID: 1191211 Nucleotide 8|

Genbank common name: lesula

Inherited blast name: primates Protein | 4
Rank: species PubMed Central| 1
Genetic code: Translation table 1 (Standard) [Taxonomy | 1

Mitochondrial genetic code: Translation table 2 (Vertebrate Mitochondrial)

Other names:

synonym: Cercopithecus sp. ASB-2012

authority: Cercopithecus lomamiensis Hart et al. 2012
type material: YPM MAM 14192

type material: YPM MAM 14191 LOCUS JN106060 4688 bp DNA linear PRI 0%
type material: DEFINITION Cercopithecus lomamiensis isolate ME408 X chromosome inter
region genomic seguence.

Lype materidl, ACCESSION  JN106060
lype material: VERSION JN1O06060.1 GI:z387865320
type material: YPM 14191 KEYWORDS
SOURCE Cercopithecus lomamiensis (lesula)
type ma[er{al, YPM 14189 CRGANE S K N
type material: YPM 14080 Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Eutele

Mammalia; Eutheria; EBuarchontoglires; Primates; Haplorrhir
Catarrhini; Cercopithecidae; Cercopithecinae; Cercopithecu

REFERENCE 1 (bases 1 to 4688)
AUTHORS Hart,J.A., Detwiler,X.M., Gilbert,C.C., Burrell,A.5., Full
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Fungi .... RefSeqlTS database

Robbertse et al. 2014. Finding needles in haystacks: linking scientific names, reference specimens and
molecular data for Fungi (en fase de publicacién).

- Seleccionado y revisado secuencias ITS
nrDNA (barcoding de hongos) depositadas en
NCBI obtenidas de especimenes tipo.

=EST LTl [0 W I GA'T GGTATC GRGGCTCCLGRTGTGCGCGTGICAGGT GAA GATATCATCATCGGCARGACTGCGCCGATTGATCAA GA GAACCA GGATCTGGGTACCA GGA(
? GGRIGGTATCGRCGCICCCGGTGIGCGCAIGICACGIGAA GATATCATCATCGGCARGACTGCGCCCATTGATCAA GA GAACCA GGATCRGGGTACCA GGAG
S ol (SR s CGATCGIATCGIGGCCCCCGGTGTGCGAGDGICAGGT GAA GATATCATCATC GGCAAGACTGCGCCCATTCATCAAGAGAACCAGGATCIGGGTACCA GGA




Fungi .... RefSeqlTS database

Robbertse et al. 2014. Finding needles in haystacks: linking scientific names, reference specimens and
molecular data for Fungi (en fase de publicacién).

- SeleCCIOnadO y reVISado SecuenCIaS ITS Figure 1. Workflow of the ITS verification for RefSeq ITS database.
nrDNA (barcoding de hongos) depositadas en _ _ ‘
NCBI obtenidas de especimenes tipo.

v

Sequence quality check using ITSx

v
- Proponemos el protocolo para verificar estas ‘ CVRE R e

and specimen-vouchers

secuencias e incluirlas en la RefSeqITS ¥
database: RefSeq ITS (NR_*).

name check
v
\

v

RefSeq ITS (NR_*)




Fungi .... RefSeqlTS database

Robbertse et al. 2014. Finding needles in haystacks: linking scientific names, reference specimens and
molecular data for Fungi (en fase de publicacién).

- Seleccionado y revisado secuencias ITS
nrDNA (barcoding de hongos) depositadas en
NCBI obtenidas de especimenes tipo.

- Proponemos el protocolo para verificar estas
secuencias e incluirlas en la RefSeqITS
database: RefSeq ITS (NR_*).

»NCBI BLAST Home
BLAST finds regions of simi y between bi i more...

- Implementamos la identificacion automatica
de secuencias de hongos a través de distintas e sttt
herramientas on line (cibertaxonomia). mrmmm———————

| [E4 DELTA-BLAST, a more sensitive protein-protein search o)

o Gallus gallus

o Pan troglodytes
o Microbes

o Apis mellifera




Fungi .... RefSeqlTS database

Robbertse et al. 2014. Finding needles in haystacks: linking scientific names, reference specimens and
molecular data for Fungi (en fase de publicacién).

- Seleccionado y revisado secuencias ITS
nrDNA (barcoding de hongos) depositadas en
NCBI obtenidas de especimenes tipo.

- Proponemos el protocolo para verificar estas
secuencias e incluirlas en la RefSeqITS
database: RefSeq ITS (NR_*).

» NCBV BLAST Home

BLAST finds regions of similarity between biological sequences. more.

- Implementamos Ia IdentlflcaCIOn aUtomé‘tlca |m DELTA-BLAST, a more sensitive protein-protein search  (GeJ

BLAST zebra fish genome

de secuencias de hongos a través de distintas Ry e SR
herramientas on line (cibertaxonomia). B —

o Gallus gallus
o Pan troglodytes
o Microbes

o Apis mellifera




Fungi .... RefSeqlTS database

Robbertse et al. 2014. Finding needles in haystacks: linking scientific names, reference specimens and

molecular data for Fungi (en fase de publicacién).

- Seleccionado y revisado secuencias ITS
nrDNA (barcoding de hongos) depositadas en
NCBI obtenidas de especimenes tipo.

- Proponemos el protocolo para verificar estas
secuencias e incluirlas en la RefSeqITS
database: RefSeq ITS (NR_*).

- Implementamos la identificacion automatica
de secuencias de hongos a través de distintas
herramientas on line (cibertaxonomia).

|
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» NCBV BLAST Home

BLAST finds regions of similarity between biological sequences. more.

| [ DELTA-BLAST, a more sensitive protein-protein search o)

BLAST zebra fish genome

BLAST Assembled RefSeq Genomes

Choose a species genome to search, or list all ic BLAST

o Gallus gallus
o Pan troglodytes
o Microbes

o Apis mellifera
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Abstract

The nuclear ribosomal internal Eramscribed spacer (TS)
region is the formal fungal barcode and in mosi cases the
marker of chaice for the exploration of fungal diversity
in environmental samples. Two problems ase partbcularly
acute in the pumsuil of satisfactory taxonomic assignment
of newly gpenerated ITS sequencess () the lack of an
inclissive, reliable public referemce dala sel and (E) the
lack of means to refer o fungal species, for which no
Latin name iz available in 2 stendardized stable way.
Here, we report on progress in these regards through
fusriber development of the UNITE database (hilfpsiumite.
wkeel for molecular ideniification of fumgl. All fungal
wpecies represented by ab least fwo ITS sequences in the
international nuclectide sequence dilabases are mow
given a umniguee, stable name of the acoession number
tvpe  leR  Hymenoscypios  peradoalbidues | GUSSE04 |
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v’ “Species Hypothesis”

v' Secuencias de referencia
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[Login |

Current version: 5.0; Release date: 18.12.2012 (read more)
Number of UNITE fungal Species Hypotheses: 52 481 (based on 98% threshold value, see also SH statistics below)
Number of fungal ITS sequences in current version (UNITE+INSD): 352 622

UNITE provides unified way how you delimit, identify, communicate and work with DNA based Species Hypotheses (SH). All SHs are connected to
the taxon name and classification. Read Kdljalg et al. 2013 paper for the description of the system.

What is Species Hypothesis? What are reference and representative

sequences?

UNITE Community

Members
Reference sequence (RefS) - serves as a name anchor Join
for the Species Hypothesis and is chosen by the expert. UNITE list
Read more

Species Hypothesis - any species level group of
individuals that share a given set of observed
characters. Read more

. Click to enlarge -_— Click to enlarge News

Oct. 14, 2013 UNITE homepage
updated: Unified system for
the DNA based fungal species
(ver. 5.0) released.

Species Hvpotheses statistics (ver 5.0)
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Dos subniveles de agrupamiento para definir Unidades Taxonomicas Operacionales, OTUs

(97%, 97.5%, 98%, 98.5%, 99%):
1. Nivel género/subgénero
2. Nivel especifico —“Species Hypothesis” SH

Sequence ID UNITE taxon name

| EUD96525
| EU219982
| AJ430396
| GUSB6933
| DO43

| A¥348591
| A¥789432 Hymenoscyphus scutula
| A¥348550

|
I
|
I
|

Hymenoscyphus albidus
Hymenoscyphus albidus
Hymenoscyphus albidus

/Cutout of 22

GUS586894

6895
6896
GUS86897

Hymenoscyphus albidus
Hymenoscyphus albidus
Hymenoscyphus albidus

Hymenoscyphus albidus
Hymenoscyphus albidus
Hymenoscyphus albidus

Hymeneoscyphus ginkgonis

Hymenoscyphus fructigenus

F1423375

/CUEQU}SS?f 50 nearly identical

/Cutout of 43 sequences/

INSD taxon name

Hymenoscyphus (Hymenoscyphus sp KUS_F51352)
Hymenoscyphus (Hymenoscyphus sp KUS_F51854)
Hymenoscyphus (Hymenoscyphus fructigenus)
Hymenoscyphus (Hymenoscyphus fructigenus)
Hymenocscyphus (Hymenoscyphus fructigenus)
Hymenoscyphus (Hymenoscyphus scutulus)
Hymenoscyphus (Hymenoscyphus scutula)
Hymenoscyphus (Hymenoscyphus scutulus)
Hymenoscyphus (Hymenoscyphus scutulus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)

nearly identical sequences/

Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)
Hymenoscyphus (Hymenoscyphus albidus)
Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Helotiales (uncultured Chalara)}

Chalara (Chalara fraxinea)

sequences/

Chalara (Chalara fraxinea)
Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara {Chalara fraxinea)

Hymenoscyphus (Chalara fraxinea)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Chalara (Chalara fraxinea)

Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)

Country

South Korea

Norway
Germany

China

China
China
Switzerland
France
France
France

Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
France
Switzerland
Switzerland
France
France
Norway
Norway
Finland
Finland
Finland
Italy
Poland
Estonia
Sweden
Finland
Finland
Sweden
Poland

Slovenia
Slovenia
Finland
Lithuania

Italy

Belgium

Czech Republic
Czech Republic
Germany
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland

DNA source

Fruitbody (Holotype)

Spore
Fruitbody
Living culture

Living eulture

Fruitbody
Fruitbody
Fruitbody
Fruitbody

Fruitbody

Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody

Fruitbody

Fruitbody

Plant bark

Fruitbody
Fruitbody

Fruitbody

Fruitbody (Holotype)
Fruitbody

Fruitbody

Fruitbody

Fruitbody

Fruitbody

Fruitbody

Fruitbody

Fruitbody

DSH
[(o7%

Clustering based on: | Full ITS rder sequences by: | combined )

Download alignment as a FASTA file

~ | Send clusters to clipbeard |

1
]
S
1

i
it




UNIT

Cada cluster tiene un codigo unico ....... Hymenoscyphus/UCL5 005639 ....... 172 sec

97%

SH
99%

v

Sequence ID UNITE taxon name

| EU096525 i

| EU219982

| AJ430396

| GUSBES33

| DQ43117 h fr i

| A¥34859
| AY789432 v ph 1
| AY348590

| AY348589
| GUS86900

| HM193456 Hymenoscyphus albidus
| HM193457 v pl i

| HM183458

/Cutout

GUS5BE89:

Gl
GUS!
GUSBEB76
GUSBE910
GUS586920

Hymenoscyphus albidus

9f 22 nearly identical

(2]

FI597977 h doalbi
F1771000

EU852352

F)429375

INSD taxon name

Country

Hymenoscyphus (Hymenoscyphus sp KUS_F51352) South Korea

Hymenoscyphus (Hymenoscyphus sp KUS_F51854)

Hymenoscyphus (Hymenoscyphus fructigenus)
Hymenoscyphus (Hymenoscyphus fructigenus)
Hymenoscyphus (Hymenoscyphus fructigenus)
Hymenoscyphus (Hymenoscyphus scutulus)
Hymenoscyphus (Hymenoscyphus scutula)
Hymenoscyphus (Hymenoscyphus scutulus)
Hymenoscyphus (Hymenoscyphus scutulus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)

sequences/

vagnoscvbhus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Hymenoscyphus (Hymenoscyphus albidus)
Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)
Hymenoscyphus (Hymenoscyphus albidus)
Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Helotiales (uncultured Chalara)

Chalara (Chalara fraxinea)

/Cutout of 50 nearly identical sequences/

ER667687 v ph d
GU5869,

/Cutout of 43 sequences/

F1429386
GUSB6901 h doalbi
GUSB6302 y ph doalbi
GUSB6903 v pl

GUSB6904 h doalbi
GUSB6905

GUSB6906 h doalbi
GUSB6307

Chalara (Chalara fraxinea}

Chalara (Chalara fraxinea)

Chalara (Chalara fraxinea)

Chalara {Chalara fraxinea)

Chalara (Chalara fraxinea)

Hymenecscyphus (Chalara fraxinea)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Chalara {Chalara fraxinea)

Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudecalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenescyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudecalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)
Hymenoscyphus (Hymenoscyphus pseudoalbidus)

Norway
Germany

China

China
China
Switzerland
France
France
France

Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
France
Switzerland
Switzerland
France
France
Morway
Norway
Finland
Finland
Finland
Italy

Poland
Estonia
Sweden
Finland
Finland
Sweden
Poland

Slovenia
Slovenia
Finland
Lithuania

Italy

Belgium

Czech Republic
Czech Republic
Germany
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland
Switzerland

DNA source

Spore
Fruitbody
Living culture

Living culture

Fruitbody
Fruitbody
Fruitbody
Fruitbody

Fruitbody

Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody

Fruitbody
Fruitbody

Plant bark

Fruitbody
Fruitbody
Fruitbody
Fruitbody (Holotype)
Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody
Fruitbody

DSH
|_97% # | Clustering based on: | Full ITS # | Order sequences by: | combined + | Download alignment as a FASTA file
~ | 5end clusters to clipboard | 150
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Hymenoscyphus
: pseudoalbidus/GU586904/SH13
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Secuencias Ne

Secuencias ITS 350.000
Bien identificadas 130.000
Mal identificadas 35.000
Sin identificacion 175.000

Valor umbral
similitud
Valor umbral
97 % 44537 98.5 %
97.5% 48007 “Species Hypothesis” 52.481
98 % 52481 —) Phyllum (Divisidn) conocido 41.094
98.5 % 58594 Phyllum (Division)
99 % 68938 desconocido 11.387
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i

specimens barcoded: 5 1438?
species barcoded: 22 183
unnamed barcode clusters: 1 8086
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"... the only other place comparable to these marvelous nether
regions, must surely be naked space itself, out far beyond
atmosphere, between the stars, where sunlight has no grip
upon the dust and rubbish of planetary air, where the
blackness of space, the shining planets, comets, suns, and
stars must really be closely akin to the world of life as it
appears to the eyes of an awed human being, in the open
ocean, one half mile down.” William Beebe, 1934.
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DNA Barcoding:

. . . A New Tool for
- Delimitar las especies. be el e

DNA barcoding has inspired a global initiative dedicated to:
* Creating a library of new knowledge about species diversity,

- Descubrir y describir nuevas especies.

- Especies cripticas.

Filogenia Biogeografia

Conservacion Relaciones patogeno-hospedante




Hyphodermella (Fungi, Agaricomycotina)

Mycol Progress (2010) 9:585-596
DOI 10.1007/511557-010-0666-5

ORIGINAL ARTICLE

Morphological and molecular studies of Hyphodermella
in the Western Mediterranean area

M. Teresa Telleria - Margarita Duefias - Ireneia Melo -
Maria P. Martin

H. rosae
Type 1928

Ph: haote affinis,
EUt1B652

Phiebia firma, EU118654

MA-Fungi 5527, FN600372

MA-Fungi 61382, FNB00373
MA-Fungi 38201, FNB00374
.| MA-Fungi 7653, FN600375

H. rosae

MA-Fungi 11076, FN600376

s/1.00 | MA-Fungi 38073, FNB00377

—~ MA-Fungi 24238, FNG00378

H. corrugata
p-3

MA-Fungi 26186, FNB00379

e

. o

MA-Fungi 61395, FN600380 Pl P()#\’O):‘-ﬁ
i

5
\ 1
AN
(\W Y

A

MA-Fungi 5528, FN600381

MA-Fungi 26185, FNB00382

H. corrugata, EU118630

100/0.97

H. densa, FN600383 (P)
L MA-Fungi 1103, FN600384

MA-Fungi 1556, FN600385

'|- MA-Fungi 22281, FNB00386
H. rosae, FN600392-83 (H)

MA-Fungi 14880, FN600387

H. rosae
w

= MA-Fungi 38071, FN600388

98/1.00
= MA-Fungi 36972, FN600390

— MA-Fungi 26185, FN600391

MA-Fungi 24292, FN600388

5 changes




Hypochnicium (Fungi, Agaricomycotina)

M. Teresa Telleria'

Margarita Duciias Mycologia, 102(6), 2010, pp. 1426-1436. DOI: 10.3852/09-242
Tt VT Soo ) o Sy © 2010 by The Mycological Society of America, Lawrence, KS 66044-8897

Ireneia Melo
Jardim Botinico (MNHN), Universidade de Listoa,
CBA/FCUL, Rua da Eseola Politécnica 38, 1250-102
Lishon, Portugal

ity A re-evaluation of Hypochnicium (Polyporales) based

and Envirnmental Sciences, Carl
Skattsbery Ga 5405 30 Giteborg, Sweden

tari . Marein on morphological and molecular characters
Dot ol P B

Hyp igerum AJ534250

Hyphoderma definitum AJ534293 — H m I C h e | I I
l; H. michelii, MA-Fungi 79155, Fnsszssj .

o H. geogenium, MA-Fungi 48308, FN552534
0.98L H. geogenium AF429426
H. zealandicum DQ309068
H. polonense DQ309067 1-B
H. polonense DQ309066
H. polonense DQ309065
H. bombycinum, MA-Fungi 15305, FN552537
oAaeH‘ bombycinum, MA-Fungi 15306, FN552538
100 H. lyndoniae DQ309070
H. lyndoniae DQ309069 I-C
? H. geogenium AY805611
0] 100 p H. lundellii DQO08218
% 1.0 L H. Jundellii AY781277
0 H. punctulatum AF429408
H. punctulatum AF429414
H. punctulatum AF429413
100
—5—1 H. punctulatum AF429412 II-D
H. punctulatum AF429411
H. punctulatum AF429410
H. punctulatum AF429409
H. cystidiatum DQ658163
. 10 [ H. cystidiatum DQ658164
o H. guil is, MA-Fungi 79156, FN552536 I
” LHU!EMUWI T

0.56

99
1.0

98/0.

1.0

smooth spores

I-E

101 H.cremicolor AF429425
H. albostramineum AF429421
H. albostramineum AF429423
H. albostramineum AF429422
H. wakefieldiae AF429415

H. wakefieldiae AF429419

H. wakefieldiae AF429418

H. wakefieldiae AF429417 II-F
H. wakefieldiae AF429416

H. wakefieldiae AF429420

H. wakefieldiae, MA-Fungi 7675, FN552531
H. wakefieldiae, MA-Fungi 23913, FN552533
H. wakefieldiae, MA-Fungi 79157, FN552532

ornamented spores




Astraeus (Fungi, Agaricomycotina, O. Boletales)

*AJ620403, ASTRAESS, USA (Holotype)

o

FU710187. AWW220, USA A. smithii sp. nov.

AJ629402, ASTRAESS, USA

AJ629399, ASTRAE74, USA '
AB507399, ASWAN10, Japan

ABS07398, ASWAN?. Japan

AJ620893, ASTRAEU8, China

AB507407, ASWANO, Japan A koreanus

*AJ§2990, ASTRAEUS?, China

ALE20804/AJ620800, ASTRAEGE, Japan

79/1.0
7 ASTRAE121, MJ47 (ca) Spain
_EAJ 620408, ASTRAE72 A. telleriae sp. nov.
711.0 *AJ629404, STHAE87 FGraec (Holotype)

*AJ629405, ASTRAESM, Japan .... Astraeus sp.

AB507396, ASWAN17, Japan

FJ810854, spPK1, Japan Astraeds sp.

AB507402, ASWAN21, Japan Ly b
AB507397, ASWAN18, Japan | Fangfuketal.{2010)

ABSO7AOT, ASHANTS, Japan

Astraeus: hidden dimensions

Cherdchai Phosri', Maria P. Martin?, and Roy Watling’

'Division of Science, Faculty of Liberal Arts and Science, Nakhon Phanom University, 167 Naratchakouy Sub-District, Muang District, Nakhon

Phanom, 48000, Thailand
“Departmento de Micologia, Real Jardin Botanico, RJB-CSIC. Plaza de Murillo 2, 28014, Madrid, Spain; corresponding author e-mail: maripaz@

rb.csic.es
*Caledonian Mycological Enterprises, 26 Blinkbonny Avenue, Edinburgh EM4 3HU, UK

100/1.0
*AJE29394, ASTRAEA2, Fi
ASTRAE122, MJ1558 (E. IM~Fungl). France (Neotype)
ASTRAE129, Isiloglu 2113 (E,MA-Fungi), Turkey A. hygrometricus (Pers.) Morgan
ASTRAE131, Isiloglu 8149 (E. MA-Fungi), Turkey
AJB29406, ASTRAEA3, France s. Persoon 1801 non Morgan
ASTRAE132, Islloglu ma 3& MA-FunEgI), Turkey
Sri Lanka
uszsase ASTRAESS, Thailand
AJ620307, ASTRAESH, Thailand
AJB29401, ASTRAEGS, Thailand
AJB29400, ASTRAEG, Thailand
EU718089, Arora02121 Thailand
AB507404, ASWAN29, Thailand
0.5 AJ629384, ASTRAE1S, Laos
AJ629381, ASTRAES, Thailand
4 AJ620383, ASTRAE13, Laos
AJ629382, ASTRAES, Thailand
OO0 ] A/629387, ASTRAE21, Thailand
. AJB29385, ASTRAE17, Laos
AJB29386, ASTRAE19, Thailand
AJ629389, ASTRAE23, Thailand
AJB29388, ASTRAE2Z, Thailand
AJ620875, ASTRAESS, Thailand

1899

A. asiaticus

AJ629411, ASTRAE71, Thailand
AJ620874, ASTRAESS, Thailand
AJ629390/AJ629391, ASTRAE112, Thailand
AJ629879, ASTRAE107, Thailand
AJ629880, ASTRAE10, Thalland

ABS507400, ASWAN15, Thailand
ABS507405, ASWAN34 Thailand A odoratus
ABS07406, ASWAN3S, Thailand
AJ629882, ASTRAE12, Thailand
AJ629876, ASTRAEE1, Thailand
AJB29881, ASTRAE11, Thailand
AJ629885, ASTRAE18, Thailand
AJ620883, ASTRAE14,Thailand
AJ629884, ASTRAE16, Thailand

*AJ629393, ASTRAE37, Canary Islands
FJ710188, PDD88S03, no data
EU784179, K(M) 81503, no data
EU718088, Ashy3, no data
ASTRAE124c, MJ9732 (E) Madeira
AJ629407, ASTRAE4S, U A. pteridis
EU784178 K(M) 28837, na data
124a, MJ9732 EE). Madeira

ono 21 (E), Avgenhna
ASTHAEU127 CORD 2123 (MA-Fungi), Argentina

8211.0

95/1.0

D I

ASTRAE134a, E0159977, USA
83/1.0|F ASTRAE134b. E00159977, USA A. morganii sp. nov.
AT A saam oA {syn. A. hygrometricus (Pers) Morgan s. Morgan)

ASTRAE134e, E00159977, USA
ASTRAE134f, E00159977, USA
*AJ629392, ASTRAE36, Mexico
AJ629887 Pisolithus arhizus
AJ629886, Scl

- 5 changes
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Cuscuta (F. Convolvulaceae)

S Basey AT J3HE pp BRALE
Copryrphl TAF by e Sremmioen Sy ol Pl Tasmworss

Phylogeny of Cuscuta subgenus Cuscufa (Convolvulaceae) Based on nrDNA
ITS and Chloroplast trmL Intron Sequences e - — -

sOcLEL AL Garcia' and Maria P Magtin

Heal Jardin Bobiniod, Corsejo buperion de Investigaciones Uenbibicas, Placs G Murdllo 2, 28004 Macrid,
Srain

trnL

70(14.00

89100 C epithymum 4

«“30)0M

<50 /087

‘
]

|3
Il
i

®

|
|

®

81100
———

i
I

100/ 1.00
s

Jorom

o0
L

] C. nitida 1 -
® g ..a
1001100 36100 c 1
1 C. natalensis 2

Te/092 [ C. japonica Subg.

FIG 1. Strict consensus of 564 equally parsimonious trees obtained from the analysis of the tmL intron sequences. Numbers.
above branches are b p support/Bayesian p ior probability. Major clades are labeled with numbers inside circles
and referred to in the text. Accessions showing topological incongruence with the ITS consensus trees in clades with moderate
or high support are shaded. Cuscuta approximata subsp. macranthera and C. epithymum subsp. corsicana are labeled as C.
macranthera and C. corsicana, respectively.




Plumularia (Animalia, O. Cnidaria)

Molecular Phylogenetics and Evolution 76 (2014) 1-9

133 P. setaceoides New Zealand OUTGROUP
886 P. setaceoides Australia
e " 167 P. hyalina New Zealand
100 194 P. filicaulis South Africa
L 832 P. filicaulis Australia

Contents lists available at ScienceDirect

Molecular Phylogenetics and Evolution

100[ A01 P. mooreana French Polynesia

100 100[[002 P. mooreana French Polynesia

] EO1 P. mooreana French Polynesia

100rB03 P strictocarpa French Polynesia
100%C04 P strictocarpa French Polynesia

100—847 P, strictocarpa Mayotte Indian Ocean

100%844 P strictocarpa Maldives Indian Ocean

100[801 P warreni La Réunion Indian Ocean

journal homepage: www.elsevier.com/locate/ympev

High genetic diversity in the hydroid Plumularia setacea: A multitude @ CrossMark
of cryptic species or extensive population subdivision?

Peter Schuchert

Natural History Museum of Ceneva, Route de Malagnou 1, CH-1208 Geneva, Switzerland 903 Blwarenl La Radnion Indian Ocean

193 P. gaimardi South Africa
004 P lagenifera San Juan Islands USA
896 P. lagenifera San Juan Islands USA
852 P lagenifera San Juan Islands USA
850 P. lagenifera San Juan Islands USA
851 P. setacea San Juan Islands USA
309 P. setacea Army Bay New Zealand
169 P setacea Long Bay New Zealand
002 P, setacea Wellington New Zealand
131 P. setacea Devonport New Zealand
132 P. setacea Army Bay New Zealand
100r314 P. setacea Chile
1008410 P setacea Chile
411 P. setacea Chile

97

| 100|816 P. duseniArgentina ‘
To'ISZZ P. duseni Argentina
100, 824 P. duseni Argentina
100 ) 100 [842 P. setacea Europa Isl. Indian Ocean
100 843 P. setacea Europa Isl. Indian Ocean
A | 900 P. setacea Europa Isl. Indian Ocean
2. Material and methods b 906 P. setacea Réunion Isl. Indian Ocean
113 P setacea Roscoff France
100 §802 P. setacea Roscoff France
2 : s : 891 P. setace a Bay of Morlaix France
2.1. Collection and identification of samples 06 F oo Nomaol Fiaie
095 P. setacea Roscoff France topotypical
w e w e - 799 P. setacea Brest France
Plumularia colonies were collected at various localities as given 5748 B auluced Naguia Bt
in Table 1. Identifications were made based on morphological ] B ‘°'T’;£m
characters using Millard (1975), Cornelius (1995), and other stud- — 800 P. seta Breﬁgemncep P,
. - . . » Sefacea Sou ca
ies cited in Schuchert (2013a, 2013b), therefore using a morpho- 1%[{-195 P, setacea South Africa
type species concept. One to three plumes per sample were D P M e A
preserved in 95% ethanol and kept at —20 °C. Plumularia gaimardi _:ggﬁ;gg i g‘:::fnffonggfynee‘j?g;':;f‘
- - . - . -~ — . |
has previously been identified as P. cf. lagenifera in Leclére et al. 707 P. setacea Otranto ltaly Mediterranean
(2009; 16S sequence Genbank number FJ550491), but following G L e il
Schuchert (2013a) the identification of this specimen had to be ng; dg;emfaacgja xfdjifa Island
revised. 1%[89? P, setacea Martinique Caribbean

100%899 P setacea Martinique Caribbean

0.1




Rypticus (Animalia, O. Perciformes)

Copeta 2012, No. 1, 23-36

Baldwin and Welgt—-New western Atlantic species of Ryptias 27

A New Species of Soapfish (Teleostei: Serranidae: Rypticus), with
Redescription of R. subbifrenatus and Comments on the Use of DNA Rypticus carpenteri Rypticus subbifrenatus

Barcoding in Systematic Studies

Carole C. Baldwin® and Lee A. Weigt®

BLZH 40 22mmSL 23 mmSL
BLZAZ30
TOBSTE
CURRAS
BLZa013 -
TOBY U -
TOBA?T . g
BLZAD4T 27 mm SL
BLZRIn 31 mmSL
CURA3N2
GLRAI0M
SARIEO?
: L TOBY19Y
R Cuk e fers L CUHEER
L TCxEMOE
TOS6148 i
| R, harwef —
1  BLZGL21
Rypiicus sp. © BLZTT1S S
’ BLZSZ1Z -
- BLEF a0 x
BLZHOGE .
BLATI0N 52 mm 51 40 mm SL
BLZE05D
TOBE104 .
- TOB9230
TOBSA04 .
TOBI0S ~
BLZ 247 —
'._ ELZT101 X 3
I oo TOBS253 54 sL 52mmSL
TOBGOO1 QL
BLZaD12
TOBS255
TOB2329
TOBI254 ‘N
TORaZ5E
TOBYE -t 3 .
CURE1TS 68 mm SL 75mmSL
FLATIOT
_subbif . BL283T3
R, subbifienafes o
CURA175
CLURA1T2
L BL27182
CLURBITA - g -
BLZE 148 mmSL 14
R, sapo‘ﬂﬂc{f?{s I CURANZ rmm L
BLZHI0B Fig- 4. Companisons of color pattems between Rypticus compenter), new species, and Rypticus subbifrenatus. Left column, top 1o bottom: USNM
.. BABDE1Z 401043, DNA number CUR B304; USNM 401040, DNA number BLE 8230; USNM 401294, DNA rnumber BLZ 5140 (photo by 1. Mounts); USNM
CURR104 401044, DNA number TOB 9103; USNM 387946, holotype (photo by 1. 7, Williams); USNM 401297, DNA rumber TOB 9197, USNM 401046, DNA
number TOB 9178, Right column, top 1o bottom; USNM 401279, DNA number BAH 10090; USNM 401265, DNA number TOB 9256; USNM 401274,

DNA number 812 5212 (photo by 1. Mounts); USNM 401245, DNA number 8LZ 7150 (photo by L. Mounts); USNM 401262, DNA number 108 5106;
USKM 401037, DNA number BLZ 8059; DNA number FLA 7397 (no voucher).
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Taller GBIF.ES: Bases de datos de colecciones y GenBank
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