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• The Consortium for the Barcode of Life (CBOL) is an 
international initiative dedicated to supporting the 
development of DNA barcoding as a global standard for 
species identification. 

 

• Barcoding was proposed in 2003 by Prof. Paul Hebert of the 
University of Guelph in Ontario as a way of distinguishing and 
identifying species with a short standardized gene sequence 
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http://en.wikipedia.org/wiki/DNA_barcoding
http://www.barcodeoflife.org/
http://www.barcodeoflife.org/
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http://www.wired.com/science/discoveries/magazine/16-10/ff_barcode?currentPage=all
http://www.wired.com/science/discoveries/magazine/16-10/ff_barcode?currentPage=all
http://www.wired.com/science/discoveries/magazine/16-10/ff_barcode?currentPage=all
http://www.wired.com/science/discoveries/magazine/16-10/ff_barcode?currentPage=all
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Isn’t GenBank enough? 

• Barcode records  should be usable as authority 
references that connect DNA sequences to the names 
of species. To serve this function, each barcode record 
in GenBank should be linked to a voucher specimen, 
preserved and available for further study in a museum, 
herbarium, zoo, frozen tissue collection, or other 
repository of biological reference material.  

• GenBank records can include references to such 
voucher specimens, but the data field is not structured 
and is therefore not easily searchable. Associating 
voucher specimens with GenBank records is not 
routine practice across all taxonomic groups. 



“Linked (open) data”  

 
• http://www.youtube.com/watch?v=uju4wT9uBIA 

 

http://www.youtube.com/watch?v=uju4wT9uBIA
http://www.youtube.com/watch?v=uju4wT9uBIA


• officials in GenBank, the US national 
repository for  nucleotide sequence data, 
offered to act as an archival repository for 
DNA barcode records and to use “BARCODE” 
as a reserved keyword to identify these 
records. This keyword would be the flag on all 
BARCODE records in GenBank (BRGs). 

BOL & GenBank 
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http://www.ncbi.nlm.nih.gov/nuccore/HM416780.1
http://www.ncbi.nlm.nih.gov/nuccore/HM416780.1


BOL ecosystem 
• Consortium for the Barcode of Life (CBOL 

–  Agreed to support and promote the goals of CBOL and have pledged to invest resources in 
DNA barcoding activities 

•  GenBank,  
– the public archival repository for barcode data 

• Barcode of Life Data Systems --www.barcodinglife.org  
–  The global workbench for assembly, analysis and curation of barcode data 

• iBOL (International Barcode of Life Project)  
– Formal activation in October 2010. Umbrella alliance for scientific projects 

 

http://www.barcodinglife.org/
http://www.barcodinglife.org/
http://www.barcodinglife.org/


BARCODE Data Standards 

• Consensus results of Front Royal meeting 

– GBIF  ITIS  GRIN 

– NBII  Species2000  IPNI 

– ICZN  ZooRecord  OBIS 

• Structured link to voucher specimen 

• Species name selected from authority 

• Trace files, primers, and quality scores 

• Minimum sequence length 



CBOL quality standards 
• Gold Standard. Sources of taxonomic names that have been reviewed for their adherence to 

taxonomic standards, objective and subjective synonymy, and reflect expert opinions. Gold 
standard sources have the added value of being well maintained; that is, as a name is revised in 
subsequent releases of an index, new information on the status of that name will be retrievable 
through the GenBank record. The species name in the BRG will not have to be updated because 
the authority file will be kept current, and the history of the species name of a voucher specimen 
will be available to GenBank users through that record; 

• Silver Standard. Sources of taxonomic names compiled in published nomenclators that may be 
reviewed for adherence to taxonomic standards of the nomenclatural Code and monotypic 
synonymy. These lists provide links back to the publication in which the name was proposed 

•  Bronze Standard. Sources of all published names (such as the proposed NameBank).  This would 
include new names that have been recently published for taxonomic  groups covered by gold and 
silver standard sources, but have not yet been incorporated through the normal compilation and 
review processes. In some cases, a submitter may want to attach a provisional name (e.g., species 
A) to a voucher specimen because it is a new species that is awaiting formal description. The 
Bronze Standard would include published provisional names. Linkage to the publication will ensure 
that the provisional name is unique and retrievable 

• Tin Standard. In many cases, submitters will want to put a provisional species name on a BRG but 
will not publish the data. In these cases, the provisional names may not be retrievable and may not 
be globally unique within genus. In these cases, GenBank will add a unique string to the provisional 
species name at the time of submission 
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http://www.ncbi.nlm.nih.gov/nuccore/eu139289
http://www.ncbi.nlm.nih.gov/nuccore/eu139289
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http://www.barcodinglife.org/
http://www.barcodinglife.org/


Navigating BOLD 

http://www.boldsystems.org/index.php/resources/handbook?chapter=3_submissions.html 

 

http://www.boldsystems.org/index.php/resources/handbook?chapter=3_submissions.html
http://www.boldsystems.org/index.php/resources/handbook?chapter=3_submissions.html


Ejercicio 

http://www.ncbi.nlm.nih.gov/nuccore/JN029392.1 

 

 

 

 

 

http://www.barcodinglife.org/index.php/IDS_OpenIdEngine 

 

 

 

http://www.ncbi.nlm.nih.gov/nuccore/349588131?report=fasta
http://www.ncbi.nlm.nih.gov/nuccore/349588131?report=fasta
http://www.barcodinglife.org/index.php/IDS_OpenIdEngine
http://www.barcodinglife.org/index.php/IDS_OpenIdEngine


Explore BINs 

http://www.plosone.org/article/info%3Adoi%2F10.1371%2Fjournal.pone.0066213  

http://www.boldsystems.org/index.php/Public_BarcodeCluster?clusteruri=BOLD:AAI1263  

http://www.plosone.org/article/info:doi/10.1371/journal.pone.0066213
http://www.plosone.org/article/info:doi/10.1371/journal.pone.0066213
http://www.boldsystems.org/index.php/Public_BarcodeCluster?clusteruri=BOLD:AAI1263
http://www.boldsystems.org/index.php/Public_BarcodeCluster?clusteruri=BOLD:AAI1263
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